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In -bhfe Claijcis 

Please amend the clairnsi by replacing all prior versions of the 
claims pursuant to 37 C.F.R. §1,121 as modified by SB Fed. 
Reg. 38611 (June 30, 2003) as indicated below. 



or composition, or content and composition, of a metabolite in 
the atora^e — crrgatfr seed of a plant 7 — said m*:?Labuli — j>elfa ! C.t<^U 
Hum — th^ — gr o u p — conaia t - ing — of — L - etty ^ciU; — at - arch, — sol - ublTS — rr cn - 

ijtai- ' ch — poly&dic .t tligii ' iLl - e ^ in^olubl^ — nan ^ staich — pcjly^acchdii ' ide:, 

■ £i"biA3r .and total protftli'i ' iii - trog e n; — ^^aid muLhod comprising: 

(i) expressing in the aforacje ■ ' organ seed of the plant a 
chimeric gene comprising a nucleotide sequence 
encoding a sulfur-rich protein placed operably in 
connection with a promoter sequence capable of 
conferring expression in said — storage — organ the 
seed . wherein the sulfur-rich protein is a 2S 
protein or the Aspl synthetic protein; 
(ii^ determining the content or composition, or content 
and composition, of a metabolite in said — stoi ^ ag e 
ojL gan the seed , said metabolite selected from the 
group consisting of fatty acid, starch, soluble non- 
starch polyjjaccharide, insoluble non--starch 
polysaccharide, fibre and total protein nitrogen, 
and 

(iii) selecting a plant having a modified content or 



composition, or content and composition, of gaid ^ 
metabolite in the storage ' orgai ' i seed thereof, as 
compared to a plant in which said chimeric gene is 
not expressed.^, 

wherein the plant is wheat, oats, maize, barlev. 



1. 



{Currently Amended; 



A method of modifying the content 
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^^^3hmL miliSi, rve. ^^ffi pw^r. ..np f^i ^, 

s oybean, pea, hP^n fabg ^ean , r oimnnn h».. , lenf.n . 
chickp ea, and 

content .ond cpmpo^if i r^n. of p n,»^ abo^i^^ -m the .^^^h 
a Plant is at least: one of; 

■ a? Incre^ . ^Pd total profei n nitron^n f ^^^^ — 

b) decreftsen rotal st;.i-^h contf^nr. 

c) j,ngpeasPr1 or decreri.sPd fai-rv ^ ^^ d ^ontq p^ ^ 

d) modifiPd f;ittv fir.in comDo..^i r i ■ 
A.ncr^fl,^Pri oy decreased fth i-a cont^n , t f 

£1 modified f1hrP r-rmiDQS i 1- i nn 



2-4, 



(Canceled) 



5 . 



6. 



(Previously presented) The method according to claim 1 
Wherein the total protein nitrogen content is increased. 

(Previously presented) The method according to claim 1 
wherein the fibre content or composition is modified. 



(Canceled) 



8 .■ 



9-10. 



(Previously presented) The method according zo claim 1 
wherein the fatty acid content is increased or decreased. 

(Canceled) 



11, (Previously presented) The method according to claim 1 
. wherein the snlfur-rlch protein is Brazil Nut Protein 
(BNP) . 
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12. 



13, 



14. 



15. 



16. 



17. 



18. 



(Previously presented) The method according to claim 1 

wherein the sulfur-rich protein is sunflower seed albumin 
(SSA) . 

(Previously presented) The method according to claim 1 
wherein the sulfur^rich protein is the Aspl synthetic 
protein. 

(Previously presented) The method according to claim 1 

wherein the plant is a dicotyledonous plant. 

(Previously presented) The method according to claim 14 
wherein the dicotyledonous plant is a pea or chickpea 
plant . 

(Previously presented) The method according to claim 1 
wherein the promotiar sequence comprises the pea vicilin 
gene promoter sequenc© . 

(Previously presented) The method according to claim 1 
wherein the plant ii^ a monocotyledonous plant. 

(Original) Th<s method according to claim 17 wherein the 
monocotyledonous plant is a rice plant, 

(Previously presentt^d) The method according to claim 1 
wherein the promoter comprises a TrJ-tlaum aestivum BMW 
glutenin promoter sequence. 
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2D- (Previously presented) The method according to claim 1 
further comprising the first steps of: 

(i) introducing the chimeric gene into a plant cell, 
tissue, organ or whole organism; and 

(ii) regenerating an intact plant therefrom. 



21, (Currently Amended) A method of increasing the total 
protein nitrogen content of seeds of a plant, said method 
comprising 

(i) expressing in the seeds of the plant a chimeric gene 
comprising a nucleotide sequence encoding a sulfur- 
rich protein placed operably in connection with a 
promoter sequence capable of conferring expression 
in said seeds, wherein the sulfur-rich protein is a 
2S protein or the Aspl synthetic protein, said 
nucleotide sequence also positioned upstream of a 
transcription termination sequence; 
f ii) determining the le^vel content of total protein 
nitrogen in the seeds; and 
f ii ) f iii ) selecting a plant having an increased total 

protein nitrogen content in the seeds thereof 
as compared to the seeds of a plant which does 
not expre£;s the chimeric genej_ 
wherein the plant is wheat, oats, maize, barlev, 
rice, sorghum, millets rve, safflower. sunflower, 
soybean/ oea, bean, faba bean, common beany lentils or 
chickpea . 

22. (Original) The method according to claim 21 wherein the 
promoter sequence i.-s the pea vicilin gene promoter and 
the plant is a dicotyledonous plant. 
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23. (Original) The method according to claim 21 wherein the 
: chimeric gene furcher comprise3 the pea vicilin gene 

promoter and transcription terminator sequences. 

24. (Previously presented) The method according to claim 22 
wherein the plant is pea or chickpea. 

25. (Original) The method according to claim 21 wherein the 
promoter sequence is a wheat HMW glutenin gene promoter 
and the plant is a monocotyledonous plant, 

26. (Original) The method according to claim 21 wherein the 
chimeric gene further comprises the wheat HMW glutenin 
gene promoter and/or NOS transcription terminator 
sequences . 

27. (Previously presented) The method according to claim 
25 wherein the plant is a rice plant. 

29, (Currently Amended) A method of uiodirviny the increasing 
or decreasing fatty acid content of seeds of a plant, 
said merhod comprising: 

(i) e^ipressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said structural 
gene in the seeds: 

(ii) determining the level conrent of a fatty acid in the 
seed; and 
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23. 

30. 

3i. 
32. 

33. 



iii) selecting a plant having a mcadified increased 

decreased content of rhe fatty acid i^unti^nt in the 
seeds thereor' as compared to the seeds of a plant 
which does not express the chimeric gene.,^ 
wherein the plant is wheat, oats, maize, barlev> 
rice, sorghum, millet> rve. safflower, sunflower, 
soybean, pea, bean, faba bean, common bean, lentil > or 
chickpea. 

(Original) The method according to claim 28 wherein the 
promoter sequence is the pea yicilin gena promoter and 
the plant is a dicotyledonous plant. 

(Original) The method according to claim 28 wherein the 
chimeric gene further comprises the pea vicilin gene 
promoter and transcription terminator sequences. 

(Canceled) 

(Previously presented) The method according to claim 29 
wherein if the plant is pea the levbtl content of fatty 
acids in the seeds is decreased. 

(Currently Amended) A method of modifying the fatty acid 
composition of seeds- of a plant, said method comprising 
(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said structural 
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34. 
35. 

36. 

37. 

38. 



gene in the £-.eeds of said plant; 
(ii) determining the fatty acid composition of the seeds; 



(iii) selecting a plant having a modified fatty acid 
composition in the seeds thereof^ as compared to 
seeds of a plant in which the chimeric gene is not 
expressed^ 

wl^erein the plant is wheat, oats, maize, barley, 
rice. sorghum, millet. rve. safflower, sunflower, 
soybean, oea, bean, faba bean, common bean, lentil, or 
chickpea. 

(OriginalJ The method according to claim 33 wherein the 
promoter sequence is the pea vicilin gene promoter and 
the plant is a dicotyledonous plant, 

(Original) The method according to claim 33 wherein the 
chimeric gene further comprises the pea vicilin gene 
promoter and transcription terminator sequences. 

(CanceledJ 

(Previously presented) The method according to claim 33 
wherein the fatty acid is selected . from the group 
consisting of: myristic acid^ stearic acid, gadoleic 
acid, behenic acid, lignoceric acid, oleic acid/ linoleic 
acid, linolenic acid and erucic acid. 

(Currently Amended) A method of decreasing the starch 

content of seeds of a plant, said method comprising: 

(i) expressing in che seeds of said plant a chimeric 



and 
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(ii) 
(iii) 



gene rhat comprises a srrucrural gene sequence 
encoding sunflower seed albumin (SSA) placed 
upstream of a transcription termination 

sequence and operably in connection with a 

promoter sequence capable of conferring expression 
on said structural gene in the seeds of said plant: 
determining tne starch content of the seeds; and 
selecting a plant having a decreased starch content 
in the seeds thereof, as compared with seeds of a 
plant in which the chimeric gene is not expressed^. 
wherein the plant Is wheat, oats, maize, barlev. 
sorghum, millet, rve, safflower, sunflower. 



soybean* pea, bean, faba bean, common bean, lentil, or 
chickpea. 

39. (Original) The method according to claim 38 wherein the 
promoter sequence is the pea vicilin gene promoter and 
the plant is a dicotyledonous plant. 



40. (Original) The method according to claim 38 wherein the 
chimeric gene further comprises the pea vicilin gene 
promoter and transcription terminator sequences, 

41- (Previously presentad) The method according to claim 39 
wherein the plant is a pea plant. 

42. (Currently Amended) A method of modifying the amino acid 
composition of seedi: of a plant, said method comprising: 
(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed 
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barley . 



upstream of a rranscription termination 
sequence and oper^bly m connection wirh a 

promoter sequence capable of conferring expression 
on said structural gene In the seeds of said plants- 
determining the amino acid composition of the seeds; 
and 

selecting a plant having a modified amino acid 
composition in the seeds thereof, as compared to 
a plant in which the chimeric gene is not 
expressed^, 

"^^ ^"'^ ^ Pi^ant 1.. wh..r 



sunflowgc, gpybean, pept, bP^n fRh^ h^.n, ^^^^^^ ^ ^.^ 

lentil, or nhjckpsg . 



43, 



(Original, The method according to claim 42 wherein the 
promoter sequence is the pea vicilin gene promoter and 
the plant is a dicotyledonous plant. 



44 . 



45 



(Original) The method according to claim 42 wherein the 
Chimeric gene further comprises the pea vicilin 
promoter and transcription terminator sequences. 



gene 



(Previously present.^d) The method according to claim 4 3 
wherein the plant is pea or chickpea. 



46. (Original) The method according to claim 45 wherein the. 
proportion of arginine relative to other amino acids is 

increased. 
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47. (Currently Amended) A method of rnodiryiiig increasing or 
decreasing the fiore content of seeds of a plant, said 
method comprising: 

(i) expressing in rhe seeds of said plant a chimeric 



gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression oh said structural 
gene in the seeds of said plant; 



(ii) determining the fibre content of the seeds; and 

(iii) selecting a plant having — iTOdifi^ed an increased or 
a decreased coptent of fibre conteni: in the seeds 
thereof/ a3 compared with seeds of a plant which 
does not express said chimeric gene^ 

wherein the plant is wheat > oats, maize, barley, rice, 
sorghum, millet, rve, saf flower, sunflower, _ soybean, pea, 
bean, faba bean^ coiomon bean, lentil, or chickpea , 

48. (Original) The method according to claim 47 wherein the 
promoter sequence is the pea vicilin gene promoter and 
the plant is a dicotyledonous plant. 

49. (Original) The method according to claim 47 wherein the 
chimeric gene further comprises rhe pea vicilin gene 
promoter and transcription terminator sequences. 

50. (Canceled) 
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51. (Previously preseni^ed) The method according to claim 4S 
= wherein if the plcint is a pea plant the 1-^ \r^± content of 

fibre in the seed is increased. 

52. (Currently Amended) h method of modifying the fibre 
qLjality composition of seeds of a plant, said method 
comprising: 

: (i) the step of expressing in the seeds of said plant a 
chimeric gencj that comprises a structural gene 
sequence encoding sunflower seed albumin (SSA) 
placed upstr€iam of a transcription termination 

: sequence and operably in connection with a promoter 

: sequence capable of conferring expression on said 

structural gene in the seeds of said plant; 

i (ii) determining the fibre g^uali ty composition of the 
seeds; and 

(iii) selecting a plant having a modified fibre cjuallty 
■ cornposition in the seeds thereof^ as compared with 

= seeds of a plant in which the chimeric gene is not 

expressed.^, 

wherein the plant is wheat, oats, mai^e, barleV/ 
ri qe. sorahum. m.LlleT;, rye. safflower, sunfloyrer, 
soybean, oea, bean, faba bean, common bean, lentil, or 
chickpea , 

53 i (Original) The method according to claim 52 wherein the 
promoter sequence is the pea vicilin gene promoter and 
i the plant is a dicotyledonous plant. 
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54. (Original) The metihod according to claim 53 wherein the 
chimeric gene further comprises the pea vicilin gene 



55. (Canceled) 

56. (Currently Amended) The method according to claim 52 
wherein the le v t^l content of soluble WS^* — and/ur non- 
starch polysaccharide, or the - level : content of insoluble 

non-starch pol vsaccharide , or the content of both in 
the seed is decrea^-.ed. 

57. f Currently Amended) The method according to claim 52 
wherein the level content of lignin in the seed is 
increased. 

59-63 . (Canceled) 

64- (Currently Amended) The method according to any one of 

claims — 21, 28, 33, 38, 42, 47, or 52 further 

comprising the first steps of: 

(i) introducing the chimeric gene into a plant cell, 
tissue, organ or whole organism; and 
(ii) regenerating an intact plant therefrom* 

65. (Currently Amended) A transformed plant produced having 
a modified conteni: or composirion, or content and 
composition, of a metabolite in its seed, wherein the 
mo^ifi^^tion is by the method according to any one of 
claims 1, 21, 28, 33, 38, 42, 47, 52, or 102, or progeny 
of said plant, wherein said progeny comprises at least 



promoter and transcription terminator sequences. 
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one copy of the cnimeric gene in an expressible format 

£> - ^id — ' ' plaiit — bfelnci whfcat 'v o atST — maize ^ bayl^^jy ; vi -c& r 

a o ic/h un i/ — i m- llet / — o il^e^id rape/ — r ye^ — 3SL€£la v J ib v , — sunflower f - 



^ weet — - — potato ' / 



bee trc j oL f trsrroT- 



ciii ijLchoke^ — oniorr ; — garlic — aoybaar^ — p«n — becm — Knclading 
j ub a mid ' czonvi ' ion b u . an ) , — Ici^ ni iil^ chickpea — su^^jai- ' i^anej . 

66. (Canceled) 



67. (Previously presented) A jjlai ' iL pAxf seed derived from the 
plant according to claim 65 wherein said p la n t part seed 
comprises at least one copy of the chimeric gene pre&^^ri ' t 
irr Aaid planL or pi ' ^iJkj^^ny in an expressible format- 



es, (Canceled) 

69, (Original) The ptarrfc ptrr-e «xrcnrd±i^g to claim 6^ 

i^Oi ' i^i.bting — erf — ^g^ds seed derived from the transformed 
plant of claim 65, wherein the seed has a modified 
content or composition, or content and composition of a 
metabolite, wherein the modification is at least one of: 

a) Increased tptal protein nitrogen content; 

b ) decreased total starch content; 

c^ increased or decreased fattv acid content; 

d) modified fattv acid composition; 

e) increased 9:^ decreased fibre content; or 

f) modified fibre composition . 



70-87. (Canceled) 
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8.9 



(Currently Amended) The method of claim 1 wherein the 
chimeric gene encodes sunflower seed albumin (SSA) emd 
wherein Urn ^t ni,ij,i uiyai. ±^ a 6ued and wherein the total 
protein nitrogen content of the seed is increased, 

(Currently Amended^ The method of claim 1 wherein the 
chimeric gene encodes sunflower seed albumin (SSA) ^ 
r;huiciu Lh ^ .L^^uyu ui u- Ui 1^ u ^ o eJ and wherein the 
amino acid composition of the seed is modified. 

(Currently Amended) The method of claim 1 wherein 
the chimeric gene encodes sunflower seed albumin 
(SSA) L- uid ydi^i.lii Lhu .Luxayc uiyuu 1. a .ued and 
wherein expression of the chimeric gene in the seed 
increases or decreases the fibre content of the 
seed. 

91. (Currently Amended) The method of claim 1 or claim 
: 102 wherein the chimeric gene encodes sunflower seed 
albumin (SSA) .-uia ^diL,i u ln Lhu ^Lu^^y^ u^^^ rr 



90 



92' 



and Wherein expression of the chimeric gene in 
the seed modifies the fibre composition of the seed. 

(Currently Amended) The method of claim 1 wherein 
the chimeric gene encodes sunflower seed albumin 

^^^""^ ""'"^ ^^l^^^ ^ lii Lhu .Lu.uy. ,. .yan 1.. a ^^ed and 
wherein expression of the chimeric gene in the seed 
decreases the total «3carch content of the seed. 
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(Currently Axnendeci; The method of claim 1 wherein the 
: chinieric gene encodes sunflower seed albumin (SSA) and 
; Lh u . Lu iUL,^ O Mjii i a o c ^d and wherein 

expression of the chimeric gene in the seed increases or 
decreases the total, fatty acid content of the seed. 

^4. (Currently Amended) The method of claim 1 wherein the 
: chimeric gene encodes sunflower seed albumin (SSA) ^ 
; in l. h . . Lu . .. y. 1^ ^ wherein 

expression of the chimeric gene in the seed modifies the 

fatty acid composition of the seed. 



I 



95. (Canceled) 



96. 



97., 



99; 



(Previously presented) The method of claim i wherein the 
Chimeric gene encodes sunflower seed albumin (SSA) and 
further comprises a promoter sequence which confers 
strong expression at least in the seeds of the plant. 

(Previously presented) The method according to claim 96 
wherein the promoter is the pea vicilin promoter. 



98,. (Previously presented) The method according to claim 96 
wherein the promoter is the wheat HMW glutenin promoter. 



(Previously presented) The method of claim 96 wherein the 
chimeric gene further comprises a transcription 
terminator sequence placed downstream of the sequence 
encoding SSA. 
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100, (Previously presenced) The method of claim 99 wherein the 
liranscription terminator sequence Is the pea vicilin gene 
terminator sequence . 

101. (Currently Amended) The method according to claim 1 or 
claim 102, wherein the content or composition/ or content and 
composition^ of more than on& metabolite in the atorage — orgai -^ 
seed of the plant is modified 7 — g md wh^reiri — a-b — let ust — erne — crdF 
■g taid — m e babolite^ — irs — *> g l - ectecl — from — t+tis — ig rou p — ccn^isfciiicf — o± 
f"jatty acid , s tarch/ Aulubl^a non sLart^h p>:jl_y J^a^:l\^ha3;ldb!; 
irl^■aluble - non - stt^rch -pdlysacv^hai ' i Je, — fib r e — arrd — rutal — p n^Loin 

1(^2. (Currently Amended) A method of modifying the content or 
composition, or content and composition, of a metabolite in 
the - sLuj-aijfe — or -i ^An seed t^f a plant 7 — said — metcibolite - sel^ut^d 
from — Llie group — eon.5i:3Ci r' n -g — erf — fatLy atild, starchy — ^olubl^ — non 

::>Laa;ic.h — p^^jlysacchar ids ' , — insoluble non 6Lai:^h poly is ftcchar idtt/ 

fibr e , — diid total prt^Ltdin nitrogen, — said method comprising: 

(i) expressing in the stcjrage ' organ seed of the plant a 
chimeric gene comprising a nucleotide sequence 
encoding a sulfur-rich protein placed operably in 
connection with a promoter sequence capable of 
conferring expression in said a Lorag^d — o rg f a n the 
seed, wherein tho sulfur^rich protein is a 23 
protein or the Aspl synthetic protein; and 
(ii) determining whether the content or composition, or 
content and composition, of a metabolite in aaid 
£ tojiag t :; — c rx' sjan the seed of the plant is modified as 
compared to that of a plant in which the chimeric 
gene is not expressed 7 — s ai-d — mT=f t ^b<^lite — j.elt'L.t^jfd 
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■frrjm — ti^e — ^Tcnrp — c^nolatincf uf — farty JiL.ld, — starch/ 

s o luble — i ' jon 5t:drch — pcjly^&cchArid e; / inscjlubl -e — riiMi - 

Larch pLjly&ncchai.ichs , -f-rtrr^s OTrd botal prc ^ t^iri 

nitrogen 

wherein rhe plant is wheat/ oats, maize, barlev> 
rice, sorghum. millet, rve, safflower. sunflower^ 
soybean, pea. beanr_ faba bean, common bean, lentil, or 
chickpea, and 

wherein the iuodifled content or composition, or 
content and compog.! tion ^ of a iRetabolite in the seed of 
a plant is at least one of: 

a) increased total protein nitrogen content; 

b) decreased tcjtal starch content; 

c) increased or decreased fattv acid content; 
dl modified fattv acid composition; 

e) increasing or decreasing fibre content; or 
t) modified fibre composition . 

10i3* (Currently Amended) A method of increasing the total 
protein nitrogen content of seeds of a plant, said method 
comprising : 

(i) expressing in the seeds of the plant a chimeric gene 
comprising a nucleotide sequence encoding a sulfur- 
rich protein placed operably in connection with a 
promoter sequence capable of conferring expression 
in said seeds, wherein the sulfur rich protein is a 
22 protein or the Aspl synthetic protein, said 
nucleotide sequence also positioned upstream of a 
transcription termination sequence; and 
(ii) determining w hether the le vgl content of total 
protein nitrogen in the seeds of s aid — ^lanLs the 
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plant is increased hs compared i-r, i-y, ^t. f, plant In 

which the chime ric gene is not-. expres5Sg>d^ 

wherein the plant is wheat, ^at.^. .. a ize. bar^^^., 

^iSS^- ^ - P^g^^^'r j^lllet, rye. safflower. sunflnwer. 

soybgan, — pea, bean, faba bean, comninn bean , lentil, or 

chickpea . 



1 



(Currently Amended) A method of mu^ir^Xn^ increa.sinrT or 
d fecygasinq the fatty acid content of seeds of a plant, said 
method comprising: 

(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunilower seed albumin (SSA) placed 
upstream of a transcription termination sequence and 
operably in <:onnection with a promoter sequence 
capable of conferring expression on said 

structural gen€) in the seeds; and 
(il) determining th < i: whether r he contend, of a fatty 

acid in the jseeds of the olarn- i incr-e.:.5.^H or 
tj^creasgci as rom pargd to that of ^ ulfinr ..hio^i 
the chimeric of ^ne is not exores.gjRri, 
whgyein the plant is wh^^h . n^t ^ . maize, h^^rl^y, 

^^-^ ^9rqhum, railj^x;, rve. s^ fflower. sunflnwar^ 

soybean, pe^ , be^n , f ^ba bean, ooirnnnn bean. lentil, or 

chickpea . 

105. (Currently Amended) A method of modifying the fatty acid 
composition of seeds of a plant, said method comprising: 

(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed 
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upstream of a transcription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said structural 
gene in the s€'eds of said planr; and 
(ii) determining whether che fatty acid composition of 
the seeds of rhe plant: is raodified as compared to 
that of a plant in which the chimeric gene is not 
expressed, 

wherein the plant is wheat, oats, maize, barley, 
rice. sorghum, millet. rye, safflower. sunflower, 
soybean > pea, bean, faba bean, common bean, lentil, or 
chickpea , 



1Q6. (Currently Amended) A method of decreasing the starch 
content of seeds of a plant, said method comprising; 

(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said structural 
gene in the seeds of said plant; and 
(ii) determining whether the starch con-cent of the seeds 
of the plant is decreased as compared to that of a 
p^ant in which %\\& chimeric aene is not expressed, 
wherein the plant is wheat, oats, maize, barley. 

rice, sorghum, mdllet, rve, saf flower, sunflower. 

soybean, pea, bean, faba bean, common bean, lentil, or 

chickpea . 



PAGE21/40'RCVDAT6l3i200410;20:39AMpstemDavligMTnne]»sm^^ 



Jun-03-04 10:26am Frora-CooperiDunham LLP 



+Z1Z 391 0525 



T-180 P. 022/040 M5Z 



Applicants: Higgins e:t al. 
Serial No.: 09/508,979 
Exiled ; May 10, 2 000 

Page : 21 

107. {Currently Amended- A me-chod of modifying the amino acid 
composition of seeds of a plant, said method comprising: 

(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed 
upstream of a transcription terminarion sequence and 
operably in CvOnnection with a promoter sequence 
capable of conferring expression on said 
structural gena in the seeds of said plant; and 
(11) determining w hether the amino acid composition of 
the seeds of the plant is modified as compared ro 
that of a plant in which the chimeric gene is not 
expressed, 

wherein the plant is wheat, oats, maize, barley, 
rice, sorghum, millet, rve, saf flower, sunflower, 
soybean, oea. bean, faba bean, common bean, J^entil, or 
chickpea - 

108, (Currently Amended) A method of mudifying ' increasing or 
decreasing che fibre content of seeds of a plant, said method 
comprising ; 

(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gems sequence 
encoding sunflower seed altiumin (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said structural 
gene in the seeds of said plant; and 
(ii) determining whe^ther the fibre content o£ the seeds 
of the Plant its increased or decreased as compared 
to that of a plant in which the chimeric gene is not 
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wherein the plant is wheat. oazs, maize, barlev. 
rice, sorghum, millet. rv e> safflower> sunflower, 
soybean, pea, bean, faba bean, coininon bean, lentil, or 
chickpea, . 

109. (Currently Amended) A method of modifying the fibre 
qmaii ty cQmposit:iQr7 of seeds of a plant, said method 
cpmprising: 

(i) expressing in the seeds of said plant a chimeric 
gene that comprises a structural gene sequence 
encoding sunflower seed albumin (3SA) placed 
upstream of a nranscription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said structural 
gene in the seeds of said plant; and 
• (ii) determining whether the fibr« quAli ir y composition of 
the seeds of the plant is modified as compared to 
that of a plant in which the chimeric gene is not 
expressed^ 

wherein the plant is wheat, oats, maize, barley, 
rice, sorghum, millet, ^ve^ saf flower. sunflower, 
soybean, pea, bean, faba bean, common bean, lentil, or 
: chickpea . 

110. (Currently Amended) The method according to claim 1, 
wherein the total protein nitrogen content of storage — organ 
thf^ seed of the plant is increased by at least 10%, 

111. (Canceled) 
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112, (Currently Amended) The method according to claim 1, 
wherein the total fibre content of the ator ag fe - tSfi ' ^^an seed of 
the plant is increased or decreased by at least 5%. 

113. (Currently Ainende(i) The method according to claim 1, 
wherein the total starch content of stor ^Cj c — om^an ths seed of 
the plant is reduced by at least 10%. 

114- (Currently Amended) The method according to claim 1- 
wherein the total fatty acid content of sre/rciige oxya r x ' the seed 
of the plant is increased or decreased by at least 5%. 

115- (Currently Amended) The method according to claim 1^ 
wherein the content of any one fatty acid in the storage or^^^ln 
seed of the plant is increased or decreased by at least 5%, 
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